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285 








429 


Tyr Asp 


Leu Val 


Arq 


Glu 


Met 


Gly 


Pro 


Glu 


Ser 


Gly 


Leu 


Leu 


His 


Leu 


430 




290 








295 










300 










433 


Arg 


Gin 


Asn Pro 


Lys 


Ala 


Gly 


Leu 


Leu 


Ser 


Leu 


Ala 


Asn 


Cys 


Pro 


Asn 


434 


305 








310 










315 










320 


437 


Phe 


Ala 


Ser Val 


Val 


Leu 


Gly 


Asn 


Ala 


Ser 


Gly 


Leu 


Gly 


He 


Leu 


Gly 


438 








325 










330 










335 




441 


Met 


Tyr 


Arg Gly 


Arg 


Val 


Pro 


Asn 


Thr 


Glu 


Leu 


Phe 


Ala 


Ala 


Ala 


Glu 


442 






340 










345 










350 






445 


Ser 


Tyr 


Ala Arg 


Ser 


Leu 


Lys 


Glu 


Ser 


Asn 


Lys 


He 


Asn 


Phe 


Ser 


Ser 


446 






355 








360 










365 








449 


Leu 


Gly 


Leu Thr 


Glu 


Glu 


Glu 


Lys 


Glu 


Ala 


Ala 


Glu 


Asn 


Phe 


Leu 


Asn 


450 




370 








375 










380 










453 


He 


Asn 


Glu Glu 


Gly 


Gin 


Asn 


Asp 


Tyr 


Glu 














454 


385 








390 






















457 


<210> SEQ ID NO: 


: 5 
























458 


<211> LENGTH: 391 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 02/02/2005 

PATENT APPLICATION: US/10/722 , 045A TIME: 16:10:50 

Input Set : E:\7682108999-2.txt 

Output Set: N:\CRF4\02022005\J722045A.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:105; Xaa Pos . 2,3,4,5,6,7,8,9,10,11,12,13,14,15,16,17,18,19,20,21,22 
Seq#:105; Xaa Pos. 29,30,31,32,33,34,35,36,37,38,39,40,41,42,43,44,45,46,47 
Seq#:105; Xaa Pos. 48 

Seq#:106; Xaa Pos. 2,3,4,5,6,7,8,9,10,11,12,13,14,15,16,17,18,19,20,21,22 
Seq#:106; Xaa Pos. 23,30,31,32,33,34,35,36,37,38,39,40,41,42,43,44,45,46,47 
Seq#:106; Xaa Pos. 48 
Seq#:133; N Pos . 6 
Seq#:135; N Pos. 6, 9 
Seq#:138; N Pos . 4 
Seq#:142; N Pos. 10,19 
Seq#:143; N Pos. 17 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#: 101, 102, 103, 104, 107, 108,109,110,111,112,113,114,115,116,117,118,119,120 
Seq#: 121, 122, 123, 124, 125, 126, 127, 128, 129, 130, 131, 132, 133, 134, 135, 136, 137, 138 
Seq#:139, 140, 141, 142, 14 3, 14 4, 145, 14 6, 147 , 14 8 , 14 9, 150, 151, 152, 153, 154, 155, 156 
Seq#: 157, 158, 159, 160, 161, 162,163,164,165, 172 



file://C:\CRF4\Outhold\VsrJ722045A.htm 



2/2/05 



VERIFICATION SUMMARY DATE: 02/02/2005 

PATENT APPLICATION: US/10/722 , 045A TIME: 16:10:50 



Input Set : 
Output Set: 

L:6723 M:341 W: (46) "n" or "Xaa" 
M:341 Repeated in SeqNo=105 

L:6757 M:341 W: (46) "n" or "Xaa" 
M:341 Repeated in SeqNo=106 

L:7100 M:341 W: (46) "n" or "Xaa" 

L:7135 M:341 W: (46) "n" or "Xaa" 

L:7177 M:341 W: (46) "n" or "Xaa" 

L:7236 M:341 W: (46) "n" or "Xaa" 

L:7254 M:341 W: (46) "n" or "Xaa" 



l:\7682108999-2.txt 

r: \CRF4\02022005\ J722045A. raw 

used, for SEQ ID#:105 after pos.:0 

used, for SEQ ID#:106 after pos.:0 

used, for SEQ ID#:133 after pos.:0 

used, for SEQ ID#:135 after pos.:0 

used, for SEQ ID#:138 after pos.:0 

used, for SEQ ID#:142 after pos.:0 

used, for SEQ ID#:143 after pos.:0 
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